
PCl0350B.ST25.txt 
SEQUENCE LISTING 



<110> Pfizer inc. 

Fidock, Mark 



<120> PHOSPHODIESTERASE ENZYMES 

<130> PC10350B 

<140> 10/781,102 
<141> 2004-02-18 

<150> US 09/663,481 
<151> 2000-09-15 

<150> UK 9922125.1 
<151> 1999-09-17 

<150> US 60/177,326 
<151> 2000-01-20 

<160> 23 

<170> Patentln version 3.3 

<210> 1 

<211> 516 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Met Ala Asn Pro val Pro val Gin Arg ser His Leu Gin Gly Pro lie 
15 10 15 

Leu Arg Leu Arg Tyr Met Val Lys Gin Leu Glu Asn Gly Glu lie Asn 
20 25 30 

lie Glu Glu Leu Lys Lys Asn Leu Glu Tyr Thr Ala Ser Leu Leu Glu 
35 40 45 

Ala val Tyr lie Asp Glu Thr Arg Gin lie Leu Asp Thr Glu Asp Glu 
50 55 " 60 

Leu Gin Glu Leu Arg Ser Asp Ala Val Pro Ser Glu Val Arg Asp Trp 
65 70 75 80 

Leu Ala Ser Thr Phe Thr Gin Gin Ala Arg Ala Lys Gly Arg Arg Ala 
85 90 95 

Glu Glu Lys Pro Lys Phe Arg Ser lie Val His Ala Val Gin Ala Gly 
100 " 105 110 

lie Phe val Glu Arg Met Phe Arg Arg Thr Tyr Thr Ser val Gly Pro 
115 ~ 120 " 125 
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Thr Tyr ser Thr Ala Val Leu Asn Cys Leu Lys Asn Leu Asp Leu Trp 
130 135 140 

Cys Phe Asp val Phe Ser Leu Asn Gin Ala Ala Asp Asp His Ala Leu 
145 150 155 160 

Arg Thr lie Val Phe Glu Leu Leu Thr Arg His Asn Leu lie Ser Arg 
165 170 175 

Phe Lys lie Pro Thr val Phe Leu Met Ser Phe Leu Asp Ala Leu Glu 
180 185 190 

Thr Gly Tyr Gly Lys Tyr Lys Asn Pro Tyr His Asn Gin lie His Ala 
195 ~ 200 205 

Ala Asp Val Thr Gin Thr val His Cys Phe Leu Leu Arg Thr Gly Met 
210 215 220 

val His Cys Leu ser Glu lie Glu Leu Leu Ala lie lie Phe Ala Ala 
225 230 235 240 

Ala lie His Asp Tyr Glu His Thr Gly Thr Thr Asn ser Phe His lie 
245 250 255 

Gin Thr Lys Ser Glu Cys Ala lie val Tyr Asn Asp Arg ser val Leu 
260 265 270 

Glu Asn His His lie Ser Ser val Phe Arg Leu Met Gin Asp Asp Glu 
275 280 285 

Met Asn lie Phe lie Asn Leu Thr Lys Asp Glu Phe Val Glu Leu Arg 
290 295 300 

Ala Leu val lie Glu Met val Leu Ala Thr Asp Met ser cys His Phe 
305 310 315 320 

Gin Gin Val Lys Thr Met Lys Thr Ala Leu Gin Gin Leu Glu Arg lie 
325 330 335 

Asp Lys Pro Lys Ala Leu Ser Leu Leu Leu His Ala Ala Asp lie ser 
340 345 350 

His Pro Thr Lys Gin Trp Leu Val His Ser Arg Trp Thr Lys Ala Leu 
355 360 365 

Met Glu Glu Phe Phe Arg Gin Gly Asp Lys Glu Ala Glu Leu Gly Leu 
370 375 380 
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Pro Phe Ser Pro Leu Cys Asp Arg Thr Ser Thr Leu Val Ala Gin Ser 
385 390 - 395 400 

Gin lie Gly Phe lie Asp Phe lie Val Glu Pro Thr phe Ser val Leu 
405 410 415 

Thr Asp val Ala Glu Lys Ser val Gin Pro Leu Ala Asp Glu Asp Ser 
420 425 430 

Lys Ser Lys Asn Gin Pro Ser Phe Gin Trp Arg Gin Pro Ser Leu Asp 
435 440 " 445 

val Glu val Gly Asp Pro Asn Pro Asp val val Ser Phe Arg Ser Thr 
450 455 460 

Trp val Lys Arg lie Gin Glu Asn Lys Gin Lys Trp Lys Glu Arg Ala 
465 470 475 480 

Ala Ser Gly lie Thr Asn Gin Met Ser lie Asp Glu Leu Ser Pro Cys 
485 490 495 

Glu Glu Glu Ala Pro Pro Ser Pro Ala Glu Asp Glu His Asn Gin Asn 
500 505 510 

Gly Asn Leu Asp 
515 



<210> 2 

<211> 3091 

<212> DNA 

<213> Homo sapiens 












<400> 2 
gtcgacccac 


gcgtccggga ggaggaaggc 


aggggccaaa 


gaggaagttg 


tcccctcttg 


60 


ggggccctgg 


ggctcctggg 


gtcaggattt 


tgatactctg 


aagcaggaaa 


ctttgattcc 


120 


catggcaaac 


cctgttcctg 


ttcagaggag 


ccacctccag 


ggccccattc 


tcaggctgcg 


180 


ctacatggtg 


aagcagttgg 


agaatgggga 


gataaacatt 


gaggagctga 


agaaaaatct 


240 


ggagtacaca 


gcttctctgc 


tggaagccgt 


ctacatagat 


gagacacggc 


aaatcttgga 


300 


cacggaggac 


gagctgcagg 


agctgcggtc 


agatgccgtg 


ccttcggagg 


tgcgggactg 


360 


gctggcctcc 


accttcaccc 


agcaggcccg 


ggccaaaggc 


cgccgagcag 


aggagaagcc 


420 


caagttccga 


agcattgtgc 


acgctgtgca 


ggctgggatc 


ttcgtggaac 


ggatgttccg 


480 


gagaacatac 


acctctgtgg 


gccccactta 


ctctactgcg 


gttctcaact 


gtctcaagaa 


540 


cctggatctc 


tggtgctttg 


atgtcttttc 


cttgaaccag 
Page 


gcagcagatg 
3 


accatgccct 


600 
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gxxxxxgagx 


xgcxgacxcg 


gcaxaaccxc 


axcagccgcx 


xcaagaxxcc 


DDU 


Ldcty ty ILL 


l t.y d T.y dy L L 


xcc xggaxgc 


cxxggagaca 


ggcxaxggga 


agxacaagaa 


/ zU 


LLCLLaLLdt 


aar*^ana^r"r" 
ddLLdydLLL 


dcy Ldy ccgd 


xg x xacccag 


acagxccaxx 


gcxxcxxgcx 


/oU 




dLyy xgcax x 


gLcxgxcgga 


n a"Hri3 nrlr 
y d L Lydy L LL 


LXyyLLdXLd 


xcxxxgcxgc 


QAH 


dy L- LaLLLaL 


y a. l La Ly dy l 


ararnnnrar 
dLdLyyyLdL 


*t*ar"r*aar*an/~ 
LdLLddLdyL 


ttrraratrr 
LLLLdLdLLL 


agaccaagxc 


yuu 


aLjaaLij Ly L.L. 


dLLy Ly LdLd 


dLydLLyLLL 


agxgcxggag 


a a^*^~a/~/~a^*a 
ddLLdLLdLd 


xcagcxcxgx 


you 


tttrrnattn 
LLLLLydLLy 


a1rira/iria1"/i 

dLycdgyd Ly 


d Lgdy d Lgdd 


caxxxxcaxc 


aaccxcacca 


aggaxgagtt 




tntanaartr 
Ly Ldy ddL LL 


LgagccLxgg 


xcaxxgagax 


ggxgxxggcc 


acagacaxgx 


ccxgccaxxt 


lUoU 


LLdyLddyLy 


aanaA~/~a"l~na 
ddy dLLdXy d 


dydLdgLLL X 


gcaacagcxg 


gagaggaxxg 


acaagcccaa 


114U 


yy lll Ly lll 


LLdLigLLLL 


axgcxgcxga 


caxcagccac 


ccaaccaagc 


agtggxtggt 




rraranrrnt 
LLdLdy LLy l 


LyydL.L.ddyy 


LLLXLdXgga 


ggaaxxcxxc 


cgxcagggxg 


acaaggaggc 


1 OCA 


dy dy l Ly yy l. 


LLgLLLLLLL 


c LCLdc xcxg 


xgaccgcacx 


xccacxcxag 


xggcacagxc 




LLdyd Ldy y y 


LLLdLLydLL 


XLdXXgXggd 


gcccacaxxc 


xcxgxgcxga 


ctgacgtggc 


±3oU 


ananaanant 

dy dy ddy dy l 


y X LCdy LCCC 


xggcggaxga 


ggacxccaag 


xcxaaaaacc 


agcccagctt 


144U 


Li_dy Lyy L.y l. 


LdyLLLLLLL 


Lyyd Ly Lyyd 


anHhnnnano /~ 

agxgggagac 


cccaacccxg 


axgxggxcag 


IjUU 


LLXLLyLXLL 


dLLxyyy xca 


dgcgCd X Ltd 


ggagaaxaag 


^ ^ /*i ^ ^ ^ « "i 
cagaaaxgga 


aggaacgggc 


1 c cn 
lbbU 


cty v.dcty Lyy l 


atrarraarr 
d LLdLLddLL 


dyd Ly LLLd X 


♦•na^nanf^n 

xyacyay Lxg 


xcccccxgxg 


aagaagaggc 






L.L. LyLLyday 


atnaararaa 
d Ly ddLdLdd 


rranaatnnn 

LLdyddxyyy 


aaxcxggaxx 


agcccxgggg 


1 con 


l. Lyyv-v_L.ayy 


LL L LL.d L Ly d 


y LLLdddy Ly 


LLLydLyLLd 


"t*/~an/~a/*^"a , f" 
LLdy LdLLd L 


ccaxcaggac 


1 1AC\ 
1/ 4U 


~\V cxrxct' r f~ r r c 

LyyLLLLLLL 


dLL Ly L LLLd 


dyyydy Ly xg 


gxcgxggaag 


aaacaaccca 


ccxgaaggcc 


1 on a 
loUU 


aaatnrrana 
ddd Ly L.Ldy d 


9 d l l Ly yy g l 


n /1 /"in a a nn 

^ggggaaagg 


gccccxcccc 


accxgacacc 


cactggggtg 


1 OCA 


LdL lL Ldd Ly 


X LLLyy Ldy c 


a ana ^"^nnnn 

aagacxgggg 


■ aacxxcaggc 


xcccag tgg t 


cactgtgccc 


1 m a 


dLLLL L Ldy L 


L XL Lyyd LLC 


xcxxcaxggc 


caggxggcxg 


ccagggagcg 


gggagcttcc 


1 AOA 


xyyaggc x xl 


LLdgygcc l l 


ggggaagggt 


cagagaxgcc 


agccccctgg 


gacctccccc 


2040 


aXCCXXXXXg 


CC LCCddg X X 


xc Laagcaax 


acat XL tggg 


ggttccctca 


gccccccacc 


a 1 n/\ 

2100 


LLdydlCLLd 


gc xggcaggx 


ctgggtgccc 


cx txxcctcc 




gctggaatag 


a -1 r a 

2160 


gatagaaagc 


tgggggtttt 


cagagcccta 


tgtgtgggga 


ggggagtgga 


ttccttcagg 


2220 


gcatggtacc 


tttctaggat 


ctgggaatgg 


ggtggagagg 


acatcctctt 


caccccagaa 


2280 


ttgcgctgct 


tcagccccat 


ctccagcctg 


atcctctgaa 


tcttccttcc 


ctccctttct 


2340 


gatacagtga 


ctggggcaaa 


aggagccatt 


gtgaccaggg 


gctgcgggag 


gcctttcctg 


2400 


ggaccttcct 


tgggactggt 


ctgggcccct 


ggggcttgtc 
Page 


gcctgccctg 
4 


agtccggagc 


2460 
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cctttgcctc cttcctctcc cctggggctg ggaggctcca tccgaccaat gtctgtaaag 2520 

tgctttgagg atctccccag caaagcacct tcagaatgta tcgacaccag ctgggttagg 2580 

gtcaagggtg cctggggagg gtgagtaatc ctgcattgct aaaagagagg gtctgtcccc 2640 

tcctctccac gtcccagaac tggcccagct gcaggcacta agaagctcct cccctgagac 2700 

aagtgagggg tagtcggtga aaggcagatg gacaaggggc tcagggctgc tgccttcctg 2760 

tcctctggag agaacccagc caggcgcggt gccccttcct ctcctcaggc tcctccttgc 2820 

ccccaccttg ccccaggaaa ggccaaagtc caggtgactg ccctccttct ttcttgtaaa 2880 

taccaaccat gcatttgtac agtgggccct gttcatgcga aatccacatc catggtctcc 2940 

tagacctgct accctggtac ttccacccta ccccaccccg agaagggcag agacgcatgt 3000 

gactcacccc tgcccttggt ttcccagacc cctgctatag ccagagaaca ataaagaagg 3060 

gagaccagga aaaaaaaaaa aaaaaaaaaa a 3091 

<210> 3 

<211> 536 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Glu Leu Ser Pro Arg Ser Pro Pro Glu Met Leu Glu Glu Ser Asp 
1 5 10 15 

Cys Pro ser Pro Leu Glu Leu Lys Ser Ala Pro Ser Lys Lys Met Trp 
20 25 30 

lie Lys Leu Arg Ser Leu Leu Arg Tyr Met val Lys Gin Leu Glu Asn 
35 40 45 

Gly Glu lie Asn lie Glu Glu Leu Lys Lys Asn Leu Glu Tyr Thr Ala 
50 55 60 

Ser Leu Leu Glu Ala val Tyr lie Asp Glu Thr Arg Gin lie Leu Asp 
65 70 75 ~ 80 

Thr Glu Asp Glu Leu Gin Glu Leu Arg ser Asp Ala Val Pro ser Glu 
85 90 95 

Val Arg Asp Trp Leu Ala Ser Thr Phe Thr Gin Gin Ala Arg Ala Lys 
100 105 110 

Gly Arg Arg Ala Glu Glu Lys Pro Lys Phe Arg Ser lie val His Ala 
115 120 125 



Val Gin Ala Gly He Phe Val Glu Arg Met Phe Arg Arg Thr Tyr Thr 
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130 135 140 

Ser val Gly Pro Thr Tyr ser Thr Ala val Leu Asn Cys Leu Lys Asn 
145 150 155 160 

Leu Asp Leu Trp Cys Phe Asp val Phe Ser Leu Asn Gin Ala Ala Asp 
165 170 175 

Asp His Ala Leu Arg Thr lie Val Phe Glu Leu Leu Thr Arg His Asn 
180 185 190 

Leu lie Ser Arg Phe Lys lie Pro Thr val Phe Leu Met ser Phe Leu 
195 " 200 205 

Asp Ala Leu Glu Thr Gly Tyr Gly Lys Tyr Lys Asn Pro Tyr His Asn 
210 215 220 

Gin lie His Ala Ala Asp val Thr Gin Thr val His Cys Phe Leu Leu 
225 230 235 240 

Arg Thr Gly Met val His cys Leu Ser Glu lie Glu Leu Leu Ala lie 
245 250 255 

lie Phe Ala Ala Ala lie His Asp Tyr Glu His Thr Gly Thr Thr Asn 
260 265 270 

Ser Phe His lie Gin Thr Lys ser Glu Cys Ala lie val Tyr Asn Asp 
275 280 285 

Arg Ser val Leu Glu Asn His His lie Ser Ser Val Phe Arg Leu Met 
290 295 300 

Gin Asp Asp Glu Met Asn lie Phe lie Asn Leu Thr Lys Asp Glu Phe 
305 310 315 320 

Val Glu Leu Arg Ala Leu Val lie Glu Met val Leu Ala Thr Asp Met 
325 330 335 

Ser Cys His Phe Gin Gin Val Lys Thr Met Lys Thr Ala Leu Gin Gin 
340 345 350 

Leu Glu Arg lie Asp Lys Pro Lys Ala Leu Ser Leu Leu Leu His Ala 
355 360 365 

Ala Asp lie Ser His Pro Thr Lys Gin Trp Leu val His Ser Arg Trp 
370 375 380 
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Thr Lys Ala Leu Met Glu Glu Phe Phe Arg Gin Gly Asp Lys Glu Ala 
385 390 395 400 



Glu Leu Gly Leu Pro Phe Ser Pro Leu Cys Asp Arg Thr Ser Thr Leu 
405 410 ~ 415 

val Ala Gin Ser Gin lie Gly Phe lie Asp Phe lie Val Glu Pro Thr 
420 425 430 

Phe Ser val Leu Thr Asp val Ala Glu Lys Ser val Gin Pro Leu Ala 
435 440 445 

Asp Glu Asp Ser Lys Ser Lys Asn Gin Pro Ser Phe Gin Trp Arg Gin 
450 455 460 

Pro Ser Leu Asp val Glu val Gly Asp Pro Asn Pro Asp val val ser 
465 470 475 480 

Phe Arg ser Thr Trp val Lys Arg lie Gin Glu Asn Lys Gin Lys Trp 
485 490 495 

Lys Glu Arg Ala Ala Ser Gly lie Thr Asn Gin Met ser lie Asp Glu 
500 505 510 

Leu Ser Pro Cys Glu Glu Glu Ala Pro Pro Ser Pro Ala Glu Asp Glu 
515 520 525 

His Asn Gin Asn Gly Asn Leu Asp 
530 535 

<210> 4 

<211> 3112 

<212> DNA 

<213> Homo sapiens 

<400> 4 



gtcgacccac 


gcgtccgccc 


acgcgtccgg 


cctagagaca 


ccggcctggc 


tggtccacgc 


60 


cagccgcaga 


ccgtggctga 


gcatggagct 


gtccccccgc 


agtcctccgg 


agatgctgga 


120 


ggagtcggat 


tgcccgtcac 


ccctggagct 


gaagtcagcc 


cccagcaaga 


agatgtggat 


180 


taagcttcgg 


tctctgctgc 


gctacatggt 


gaagcagttg 


gagaatgggg 


agataaacat 


240 


tgaggagctg 


aagaaaaatc 


tggagtacac 


agcttctctg 


ctggaagccg 


tctacataga 


300 


tgagacacgg 


caaatcttgg 


acacggagga 


cgagctgcag 


gagctgcggt 


cagatgccgt 


360 


gccttcggag 


gtgcgggact 


ggctggcctc 


caccttcacc 


cagcaggccc 


gggccaaagg 


420 


ccgccgagca 


gaggagaagc 


ccaagttccg 


aagcattgtg 


cacgctgtgc 


aggctgggat 


480 


cttcgtggaa 


cggatgttcc 


ggagaacata 


cacctctgtg 
Page 


ggccccactt 
7 


actctactgc 


540 
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yy X XC LLd.dC 


-\- r\+- f r- —\ i rr + nm ■♦rt 1 ^*4-/ > t/"i4-/" > i/ _ 4-4-4- 

xgxcxcaaga accxggaxcx cxggxgctTx 


i-i-»4-/-i4-/-4-4-4-4- 

gaxgxcxxxx 


ccxxgaacca 


DUU 


gycdgcaga l 


narratnrrr frnnnn^ /"/*3+- 4-/~i4-4-4-4-4-<'"i-*/-i 

gaccaxgccc xgaggaccax xgxxxxxgag 


4-4-/-»^"4-/i'^/~4-/- 

xxgcxgacxc 


/^ /~i /~ 4- r*- f 4- 

ggcaxaaccx 


bbU 


Cd LCdy CCgC 


4-4-^--a-3/-i-a4-4-/~ -a r^ntnf +■ 4-4-4-/"i"»4-/-t'^ /-i 4- 

xxcaagaxxc ccacxgxgxx xxxgaxgagx 


xxccxggaxg 


cctxggagac 


/ l\j 


a 99XLdxggg 


3 3/1^3^33/13 3^/*/*^+" 3 /* /* 3 r^^/Tinn^r 

aagxacaaga axccxxacca caaccagatc 


cacgcagccg 


atgttaccca 


/ oU 


y dCdy LCLdl 


xgcxxcxxgc xccgcacagg gaxggxgcac 


4- ft r~ f 4- /-i 4- /~ /*i 

xgccxgxcgg 


agattgagct 


q An 


cc xggcca xc 


3 +■ /■ +■ +■ +■ fx f + ft f 3 /1 /" 3 4- f /■ 3 4-/-i""»4-4*"^4-/"<-^r'i 

axcxxxgcxg cagcxaxcca xgaxxaxgag 


cacacgggca 


ctaccaacag 


yuo 


CLLCCaCdlC 


cagaccaagx cagaaxgxgc caxcgxgxac 


aatgatcgt t 


cagtgctgga 


960 


ydd LCdCCdC 


3 +■ /* 3 ft /"+- /"4-/-i 4-4-4-4-^-/— /">i'^4-4- 4- r* r* -> rt ft ~» 4- 

axcagcxcxg xxxxccgaxx gaxgcaggax 


gaxgagatga 


acattttcat 


1 A") A 


CddCCLCdCC 


aaggaxgagt txgtagaact ccgagccctg 


gtcattgaga 


tggtgttggc 


1 AO A 

1080 


CdCdy dCd Ly 


xccxgccaxx xccagcaagx gaagaccaxg 


aagacagcct 


tgcaacagct 


1 1 A A 

1140 


gy dgdggd L l 


gacaagccca aggcccxgxc xcxacxgcxc 


catgctgctg 


acatcagcca 


1 3 A A 

1200 


/*/"*/"*33/~/'*33/l 

CCCddCCddy 


cagxggxxgg xccacagccg xxggaccaag 


gccctcatgg 


aggaattctt 


1 /"A 

1260 


ccg xcdgggx 


ft ^/"^inm/lrt f ft *i /-t 4- 4- /"■«/■'« /"i ^~ /— 4- /-1 4- -4- -t- 

gacaaggagg cagagxxggg ccxgccctxx 


tctccacxct 


gtgaccgcac 


1 3 3 A 

1320 


ttrrartrta 
LLCCdCLCLd 


/"1 4- n/in /- 4*/~-»/-»-^4-"^ /■>■ 4- 4- ^» 4- 

gxggcacagx cxcagaxagg gxxcaxcgac 


ttcattgtgg 


agcccacatt 


1 3 OA 

1380 


c ll xg xgc xg 


acxgacgxgg cagagaagag xgxxcagccc 


ctggcggatg 


aggactccaa 


1440 


y LC LdddddC 


cagcccagcx xxcagxggcg ccagcccxcx 


ctggatgtgg 


aagtgggaga 


1 C A A 

1500 


LLLLddLLLL 


natrttnniTQ nr+ , + , +Tn+ , +T f^ff-f-ftftft^f 

gaxgxggxca gcxxxcgxxc caccxgggxc 


aagcgcaxtc 


aggagaacaa 


1 C C A 

1560 


y (_dyddd xgg 


aaggaacggg cagcaagtgg catcaccaac 


cagatgtcca 


ttgacgagct 


1620 


y LL.L.LCC Ly L 


/13 3/*l3 3/*13/"tO fffffff^-^-f f f /~ 4- /-t /- /- /1 -\ -\ 

gaagaagagg cccccccaxc cccxgccgaa 


gatgaacaca 


accagaatgg 


*l f OA 

1680 


ft 3 3*r/~ - t~/"i/"i34- 

gdd ll xgga X 


4" «a /"I ^ ^ ^ 4t ^1 ^1 ft f rt rt r f ~\ f* « 4^ 4- ^ ^» »^ ^ ^ 

xagcccxggg gcxggcccag gtctxcattg 


agtccaaagt 


gtttgatgtc 


1740 


d LCagCdCCd 


4"/~/~'^4-/~-4/~i/~ii r~4- /-» /-« 4- j~ /~ /~ /— -^4-r--*-j-i*~-*-y— ^- 

xccaxcagga cxggcxcccc catcxgctcc 


aagggagcgt 


ggtcgtggaa 


-1 O f\f\ 

1800 


ri333^33/*/*/* 
ydddL.ddL.L-C 


accxgaaggc caaaxgccag agaxxxgggg 


ttggggaaag 


ggcccctccc 


1860 


cacc xgacac 


^ /~ /~ 4- ft ft ft ft 4- /-« ^- -» <— 4- 4- 4- — > -\ 4- rt4-+-^#—*^#-.*-«^ m 

ccactggggt gcacxttaax gxtccggcag 


caagactggg 


gaacttcagg 


1920 


c Lcccdy Lyy 


^ f ^ ^ ^ ft+ ft f f f 4- ^* ^ f <t ft r ^^/<4/</«f 4 4- 

xcacxgxgcc caxcccxcag ccxcxggaxx 


ctcttcatgg 


ccaggtggct 


1980 


gccagggagc 


ggggagcttc ctggaggctt cccagggcct 


tggggaaggg 


tcagagatgc 


2040 


f ^ ft f f f* f ft 

cagcccccxg 


ggacctcccc catccttttt gcctccaagt 


ttctaagcaa 


tacattttgg 


2100 


gggxxcccxc 


1fif~ffff/~~\f f f* f* ^ /*i 4- /~ 4- 4- -\/^/~4-/-*/-«i— -*/>«*~i 

agccccccac cccagaxcxx agctggcagg 


tctgggtgcc 


ccttttcctc 


2160 


ccctgggaag 


ggctggaata ggatagaaag ctgggggttt 


tcagagccct 


atgtgtgggg 


2220 


aggggagtgg 


attccttcag ggcatggtac ctttctagga 


cctgggaatg 


gggtggagag 


2280 


gacatcctct 


tcaccccaga attgcgctgc ttcagcccca 


tctccagcct 


gatcctctga 


2340 


atcttccttc 


cctccctttc tgatatagtg actggggcaa 


aaggagccat 


tgtgaccagg 


2400 




Page 


8 







ggccgcggga 


yyCLLLLCLL 


gggacc l lcc 
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ttgggactgg tctgggcccc 


LggggctLgT 




Cy CC LyCCC L 


gag cccggag 


ccc cccgcc l 


ccttcctctc 


ccctggggct 


ftf*ft**ftf*f+f*f 
gggaggc lcc 


-i jZU 


dLLLydLLdd 


l_y LL l_y Lridd 


g cgcc l cgay 


gatctcccca 


gcaaagcacc 


LLcagaaLgt 


Z joU 


dLLydLdLLd 


gcugggurag 


gg icaaggg l 


gcctggggag 


ggtgagtaat 


cc tgcat tgc 




taaaananan 
Ldddd^dy dy 


n /~i "t~ "t~ /rt~ r~ r~ r* 

yg LCT_gLc.cc 


C LCCCCCCCd 


cgtcccagaa 


ctggcccagc 


xgcaggcac t 




aanaanrtrr 
ddyddy C LCC 


LCCCCLydyd 


eddy cgaggg 


gtagtcggtg 


aaaggcagat 


ggacaagggg 




c LCdyyy c eg 


ccgcc L ICC L 


fft-/~f*^f~+ftft'^ 

g lcc lc cgga 


gagaacccag 


ccaggcgcgg 


tgcccc t tec 




LLLLU LCdy y 


r 1" f r 1~ /~ r t" t* n 
C LCC lcc teg 


CCCCCdCCT. L 


gccccaggaa 


aggccaaagt 


f f ^ f% f% f% -\ ft- 

ccagg tgacL 


TQQA 

zooU 


gccctccttc 


tttcttgtaa 


ataccaaccg 


tgcatttgta 


cagtgggccc 


tgttcatgcg 


2940 


aaatccacat 


ccatggtctc 


ctagacctgc 


taccctggta 


cttccaccct 


accccacccc 


3000 


gagaagggca 


gagacgcatg 


tgactcaccc 


ctgcccttgg 


tttcccagac 


ccctgctaca 


3060 


gccagagaac 


aataaagaag 


ggagaccagg 


aaaaaaaaaa 


aaaaaaaaaa 


aa 


3112 



<210> 5 

<211> 24 

<212> PRT 

<213> Homo sapiens 

<400> 5 



Met Ala Asn Pro Val Pro val Gin Arg Ser His Leu Gin Gly Pro lie 
15 10 15 

Leu Arg Leu Arg Tyr Met Val Lys 
20 

<210> 6 

<211> 60 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Gly Ser Ser Ala Thr Glu He Glu Glu Leu Glu Asn Thr Thr Phe 
15 10 15 

Lys Tyr Leu Thr Gly Glu Gin Thr Glu Lys Met Trp Gin Arg Leu Lys 
20 25 30 

Gly lie Leu Arg cys Leu val Lys Gin Leu Glu Arg Gly Asp val Asn 
35 40 45 

val val Asp Leu Lys Lys Asn lie Glu Tyr Ala Ala 
50 55 ' 60 
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<210> 7 

<211> 44 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Met Asp Asp His Val Thr lie Arg Lys Lys His Leu Gin Arg Pro lie 
15 10 15 

Phe Arg Leu Arg Cys Leu val Lys Gin Leu Glu Arg Gly Asp Val Asn 
20 25 ~ 30 

val val Asp Leu Lys Lys Asn lie Glu Tyr Ala Ala 
35 40 



<210> 8 

<211> 60 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Glu Leu Ser Pro Arg ser Pro Pro Glu Met Leu Glu Glu Ser Asp 
1 5 10 15 

Cys Pro Ser Pro Leu Glu Leu Lys Ser Ala Pro Ser Lys Lys Met Trp 
20 25 30 

He Lys Leu Arg ser Leu Leu Arg Tyr Met val Lys Gin Leu Glu Asn 
35 ~ 40 45 

Gly Glu lie Asn lie Glu Glu Leu Lys Lys Asn Leu 
50 55 60 

<210> 9 

<211> 40 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Met Ala Asn Pro val Pro Val Gin Arg Ser His Leu Gin Gly Pro lie 
15 10 15 

Leu Arg Leu Arg Tyr Met val Lys Gin Leu Glu Asn Gly Glu lie Asn 
20 25 30 

lie Glu Glu Leu Lys Lys Asn Leu 
35 40 



<210> 10 
<211> 39 
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<212> PRT 

<213> Homo sapiens 



PCl0350B.ST25.txt 



<400> 10 

Met Asp Asp His Val Thr lie Arg Arg Lys His Leu Gin Arg Pro lie 
15 10 15 

Phe Arg Leu Arg Cys Leu Val Lys Gin Leu Glu Lys Gly Asp val Asn 
20 25 30 

Val lie Asp Leu Lys Lys Asn 
35 

<210> 11 

<211> 39 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Met Ala Asn Pro Val Pro val Gin Arg Ser His Leu Gin Gly Pro lie 
15 10 15 

Leu Arg Leu Arg Tyr Met val Lys Gin Leu Glu Asn Gly Glu lie Asn 
20 25 30 

lie Glu Glu Leu Lys Lys Asn 
35 



<210> 12 

<211> 57 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Met Gly Ser Thr Ala Thr Glu Thr Glu Glu Leu Glu Asn Thr Thr Phe 
15 10 15 

Lys Tyr Leu lie Gly Glu Gin Thr Glu Lys Met Trp Gin Arg Leu Lys 
20 25 30 

Gly lie Leu Arg Cys Leu val Lys Gin Leu Glu Lys Gly Asp Val Asn 
35 40 45 

Val He Asp Leu Lys Lys Asn lie Glu 
50 55 

<210> 13 

<211> 60 

<212> PRT 

<213> Homo sapiens 
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<400> 13 

Met Glu Leu Ser Pro Arg Ser Pro Pro Glu Met Leu Glu Ser Asp Cys 
1 5 10 15 

Pro Ser Pro Leu Glu Leu Lys Ser Ala Pro Ser Lys Lys Met Trp lie 
20 25 30 

Lys Leu Arg Ser Leu Leu Arg Tyr Met val Lys Gin Leu Glu Asn Gly 
35 40 45 

Glu val Asn lie Glu Glu Leu Lys Lys Asn Leu Glu 
50 55 60 

<;210> 14 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> primer 
<400> 14 

cagtaacaga tgagctgc 

<210> 15 

<211> 16 

<212> DNA 

<213> Artificial 

<220> 

<223> primer 

<400> 15 
gtattccttt caggcg 

<210> 16 

<211> 16 

<212> DNA 

<213> Artificial 

<220> 

<223> primer 

<400> 16 
cacatttcct ctctgg 

<210> 17 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> primer 
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<400> 17 

gggtctttgg agatgtttct tec 



PCl0350B.ST25.txt 



23 



<210> 18 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> primer 

<400> 18 

ctgagcatgg agctgtcc 18 

<210> 19 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> primer 

<400> 19 

cagagaccga agcttaatcc 20 

<210> 20 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> primer 

<400> 20 

ccaaagagga agttgtcc 18 



<210> 21 

<211> 15 

<212> DNA 

<213> Artificial 



<220> 

<223> primer 
<400> 21 

gcagcctgac aatgg 15 



<210> 22 

<211> 535 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Met Gly Ser Ser Ala Thr Glu lie Glu Glu Leu Glu Asn Thr Thr Phe 
15 10 15 
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Lys Tyr Leu Thr Gly Glu Gin Thr Glu Lys Met Trp Gin Arg Leu Lys 
20 25 * 30 

Gly lie Leu Arg Cys Leu val Lys Gin Leu Glu Arg Gly Asp val Asn 
35 40 45 

val val Asp Leu Lys Lys Asn lie Glu Tyr Ala Ala Ser val Leu Glu 
50 55 60 

Ala val Tyr lie Asp Glu Thr Arg Arg Leu Leu Asp Thr Glu Asp Glu 
65 70 75 80 

Leu Ser Asp lie Gin Thr Asp Ser val Pro Ser Glu Val Arg Asp Trp 
85 90 95 

Leu Ala ser Thr Phe Thr Arg Lys Met Gly Met Thr Lys Lys Lys Pro 
100 105 110 

Glu Glu Lys Pro Lys Phe Arg ser lie val His Ala Val Gin Ala Gly 
115 120 125 

lie Phe Val Glu Arg Met Tyr Arg Lys Thr Tyr His Met val Gly Leu 
130 ~ 135 140 

Ala Tyr Pro Ala Ala Val lie val Thr Leu Lys Asp val Asp Lys Trp 
145 150 155 160 

Ser Phe Asp Val Phe Ala Leu Asn Glu Ala Ser Gly Glu His Ser Leu 
165 170 175 

Lys Phe Met He Tyr Glu Leu Phe Thr Arg Tyr Asp Leu lie Asn Arg 
180 185 " * 190 

Phe Lys lie Pro val Ser Cys Leu lie Thr Phe Ala Glu Ala Leu Glu 
195 200 205 

Val Gly Tyr Ser Lys Tyr Lys Asn Pro Tyr His Asn Leu lie His Ala 
210 215 220 

Ala Asp Val Thr Gin Thr val His Tyr lie Met Leu His Thr Gly lie 
225 230 235 240 

Met His Trp Leu Thr Glu Leu Glu lie Leu Ala Met Val Phe Ala Ala 
245 250 255 

Ala lie His Asp Tyr Glu His Thr Gly Thr Thr Asn Asn Phe His lie 
260 265 270 
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Gin Thr Arg Ser Asp val Ala lie Leu Tyr Asn Asp Arg Ser val Leu 
275 280 285 

Glu Asn His His val Ser Ala Ala Tyr Arg Leu Met Gin Glu Glu Glu 
290 295 300 

Met Asn He Leu lie Asn Leu Ser Lys Asp Asp Trp Arg Asp Leu Arg 
305 310 315 320 

Asn Leu val lie Glu Met val Leu Ser Thr Asp Met Ser Gly His Phe 
325 330 335 

Gin Gin lie Lys Asn lie Arg Asn Ser Leu Gin Gin Pro Glu Gly lie 
340 345 350 

Asp Arg Ala Lys Thr Met Ser Leu lie Leu His Ala Ala Asp lie Ser 
355 360 365 

His Pro Ala Lys Ser Trp Lys Leu His Tyr Arg Trp Thr Met Ala Leu 
370 375 380 

Met Glu Glu Phe Phe Leu Gin Gly Asp Lys Glu Ala Glu Leu Gly Leu 
385 390 395 400 

Pro Phe Ser Pro Leu Cys Asp Arg Lys Ser Thr Met val Ala Gin Ser 
405 410 415 

Gin lie Gly Phe lie Asp Phe lie Val Glu Pro Thr Phe Ser Leu Leu 
420 425 430 

Thr Asp Ser Thr Glu Lys lie val lie Pro Leu lie Glu Glu Ala Ser 
435 440 445 

Lys Ala Glu Thr Ser Ser Tyr Val Ala Ser Ser Ser Thr Thr lie Val 
450 455 460 

Gly Leu His lie Ala Asp Ala Leu Arg Arg Ser Asn Thr Lys Gly Ser 
465 470 ~ 475 ' 480 

Met Ser Asp Gly Ser Tyr ser Pro Asp Tyr Ser Leu Ala Ala Val Asp 
485 490 495 

Leu Lys Ser Phe Lys Asn Asn Leu val Asp lie lie Gin Gin Asn Lys 
500 505 510 

Glu Arg Trp Lys Glu Leu Ala Ala Gin Glu Ala Arg Thr Ser Ser Gin 
515 520 525 
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Lys Cys Glu 
530 



Phe lie 



His 



Gin 
535 



<210> 23 

<211> 634 

<212> PRT 

<213> Homo sapiens 

<400> 23 

Met Glu ser pro Thr Lys Glu lie Glu Glu Phe Glu Ser Asn ser Leu 
1 5 10 15 



Lys Tyr Leu Gin Pro Glu Gin lie Glu Lys lie Trp Leu Arg Leu 



Gly Leu Arg Lys Tyr Lys Lys Thr ser Gin Arg Leu Arg Ser Leu Val 
35 40 45 



Lys Gin Leu Glu Arg Gly Glu Ala Ser Val Val Asp Leu Lys Lys Asn 
50 ~ 55 60 



Leu Glu Tyr Ala Ala Thr val Leu Glu Ser val Tyr lie Asp Glu Thr 
65 70 75 80 



Arg Arg Leu Leu Asp Thr Glu Asp Glu Leu Ser Asp lie Gin ser Asp 
85 90 95 



Ala val Pro Ser Glu Val Arg Asp Trp Leu Ala Ser Thr Phe Thr Arg 
100 105 110 



Gin Met Gly Met Met Leu Arg Arg ser Asp Glu Lys Pro Arg Phe Lys 
115 120 125 



Ser lie val His Ala val Gin Ala Gly lie Phe val Glu Arg Met Tyr 
130 135 140 



Arg Arg Thr Ser Asn Met val Gly Leu Ser Tyr Pro Pro Ala val lie 
145 150 155 160 



Glu Ala Leu Lys Asp val Asp Lys Trp ser Phe Asp val phe ser Leu 
165 170 175 



Asn Glu Ala Ser Gly Asp His Ala Leu Lys Phe lie Phe Tyr Glu Leu 
180 185 190 



Leu Thr Arg Tyr Asp Leu lie Ser Arg Phe Lys lie Pro He ser Ala 



20 



25 



195 



200 



205 
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Leu val ser Phe val Glu Ala Leu Glu val Gly Tyr Ser Lys His Lys 
210 215 220 

Asn Pro Tyr His Asn Leu Met His Ala Ala Asp Val Thr Gin Thr Val 
225 230 235 240 

His Tyr Leu Leu Tyr Lys Thr Gly Val Ala Asn Trp Leu Thr Glu Leu 
245 250 255 

Glu lie Phe Ala lie lie Phe Ser Ala Ala lie His Asp Tyr Glu His 
260 265 270 

Thr Gly Thr Thr Asn Asn Phe His lie Gin Thr Arg Ser Asp Pro Ala 
275 280 285 

lie Leu Tyr Asn Asp Arg Ser Val Leu Glu Asn His His Leu Ser Ala 
290 295 300 

Ala Tyr Arg Leu Leu Gin Asp Asp Glu Glu Met Asn lie Leu lie Asn 
305 ~ 310 315 320 

Leu Ser Lys Asp Asp Trp Arg Glu Phe Arg Thr Leu val lie Glu Met 
325 330 335 

Val Met Ala Thr Asp Met Ser Cys His Phe Gin Gin lie Lys Ala Met 
340 345 350 

Lys Thr Ala Leu Gin Gin Pro Glu Ala lie Glu Lys Pro Lys Ala Leu 
355 360 365 

Ser Leu Met Leu His Thr Ala Asp lie Ser His Pro Ala Lys Ala Trp 
370 375 380 

Asp Leu His His Arg Trp Thr Met Ser Leu Leu Glu Glu Phe Phe Arg 
385 390 395 400 

Gin Gly Asp Arg Glu Ala Glu Leu Gly Leu Pro Phe Ser Pro Leu Cys 
405 410 415 

Asp Arg Lys Ser Thr Met Val Ala Gin Ser Gin val Gly Phe lie Asp 
420 425 430 

Phe He val Glu Pro Thr Phe Thr val Leu Thr Asp Met Thr Glu Lys 
435 440 445 

lie val Ser Pro Leu lie Asp Glu Thr Ser Gin Thr Gly Gly Thr Gly 
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450 455 460 

Gin Arg Arg Ser Ser Leu Asn Ser lie Ser ser Ser Asp Ala Lys Arg 
465 470 475 480 

Ser Gly Val Lys Thr Ser Gly Ser Glu Gly Ser Ala Pro lie Asn Asn 
485 490 495 

ser val lie Ser val Asp Tyr Lys Ser Phe Lys Ala Thr Trp Thr Glu 
500 505 510 

val val His lie Asn Arg Glu Arg Trp Arg Ala Lys Val Pro Lys Glu 
515 520 ' 525 

Glu Lys Ala Lys Lys Glu Ala Glu Glu Lys Ala Arg Leu Ala Ala Glu 
530 535 540 

Glu Gin Gin Lys Glu Met Glu Ala Lys Ser Gin Ala Glu Glu Gly Ala 
545 550 555 560 

Ser Gly Lys Ala Glu Lys Lys Thr Ser Gly Glu Thr Lys Asn Gin Val 
565 570 575 

Asn Gly Thr Arg Ala Asn Lys Ser Asp Asn Pro Arg Gly Lys Asn Ser 
580 585 590 

Lys Ala Glu Lys Ser Ser Gly Glu Gin Gin Gin Asn Gly Asp Phe Lys 
595 600 605 

Asp Gly Lys Asn Lys Thr Asp Lys Lys Asp His Ser Asn lie Gly Asn 
610 615 620 

Asp Ser Lys Lys Thr Asp Asp Ser Gin Glu 
625 630 
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